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Roman Fischer, Ph.D., Associate Professor in Clinical Proteomics, Target
Discovery Institute, University of Oxford, Oxford, United Kingdom
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Prof. Dr. Gunnar Dittmar, Group Leader Proteomics of Cellular
Signalling, Department of Infection and Immunity, Luxembourg
Institute of Health, Luxembourg
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Zheng-Jiang Zhu, Ph.D. Principal Investigator, Director of Metabolomics
Research Center, Interdisciplinary Research Center on Biology and
Chemistry (IRCBC), Shanghai Institute of Organic Chemistry (SIOC),
Chinese Academy of Sciences (CAS)
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